














15. Grantham RAmino acid difference formula to help explain protein evolution.
Sciencel974,185:862-864.

16. Benner SA, Cohen MA, Gonnet GAImino acid substitution during functionally
constrained divergent evolution of protein sequence®rotein Eng1994,11:1323-
1332.

17. Fitch WM:An improved method of testing for evolutionary homology.J Mol Biol
1966,16:9-16.

18. Schneider A, Cannarozzi GM, Gonnet @hpirical codon substitution matrix.
BMC Bioinformatics2005,6:134.

19. Fujitsuka Y, Chikenji G, Takada SimFold energy function for de novo protein
structure prediction: Consensus with RosettaProteins2005, in press.

20. Yampolsky LY, Stoltzfus AThe exchangeability of amino acids in proteins.
Genetic2005,170:1459-1472.

21. Dosztanyi Z, Torda AERmino acid similarity matrices based on force fields.
Bioinformatics2001,17:686-699.

22. Nakai K, Kidera A, Kanehisa Mluster analysis of amino acid indices for
prediction of protein structure and function. Protein Eng1988,2:93-100.

23. Tomii K, Kanehisa MAnalysis of amino acid indices and mutation matrices for
sequence comparison and structure prediction of proteinsProtein Eng1996,9:27-
36.

24. Kawashima S, Kanehisa MAindex: amino acid index databaseNucleic Acids

Res2000,28:374.

18















